Introduction
Meligethinae, commonly known as 'pollen beetles', develop in flower buds of both monocot and dicot plants. Some species are of economic importance as feeders and pollinators of widely cultivated crops including mustardoil plants (Brassicaceae), grass-clover and lucerne (Fabaceae), oil palms (Arecaceae), and bulrush millet (Poaceae) (Hatch 1957; Jourdheuil 1962; Kelm 1976; Kirk-Spriggs 1985 , 1996 Jelínek 1992; Audisio 1993; Howard et al. 2001; Hansen 2003) . However, other species are known pests of ornamental plants such as roses and blackberries (Rosaceae) (Ormerod 1874; Hayashi 1978; Audisio 1993) .
Recently the generic classification of Meligethinae has been discussed and largely revised from results obtained by both morphological and molecular data analyses (Strika 2004; Mancini et al. 2008; Audisio et al. 2009a Audisio et al. , b, 2011a Audisio et al. , b, 2014 Lamanna 2009; Trizzino et al. 2009) . In this context, Audisio et al. (2008 Audisio et al. ( , 2009b proposed the 'Anthystrix genus complex' to include Anthystrix Kirejtshuk, 1981, and (Kirejtshuk & Kirejtshuk 2012) , mainly based on subjective and unsupported argumentation, suggested that the three latter genera should be included in a single, more comprehensive, and highly heterogeneous genus Anthystrix. However, the actual status of this generic complex and its close relationship with the Afrotropical Chromogethes Kirejtshuk, 1989 received strong support from molecular data based on mitochondrial and nuclear genes Audisio et al. 2014) . A comparative analysis of ITS2 sequences and secondary structures in Meligethinae highlighted a distinctive elongation (due to simple-sequence repeats) of the apical portion of ITS2 domain 'D1' in members of the 'Anthystrix genus complex' and Chromogethes, as well as the exclusive presence of a 'signature sequence' at the 3' portion of the D1 insertion ('GAUUCAC'), which was absent in all other Meligethinae (Lamanna 2009; Trizzino et al. 2009 ). Even the partial data from larval morphology of Meligethinae suggest a similar phylogenetic pattern. In fact, all examined members of the 'Anthystrix genus complex' and Chromogethes share mouthpart synapomorphies of 3 rd instar larvae (e.g., shape of the inner mandibular edge: Reibaldi 2013; Audisio et al. unpublished data) .
Tarchonanthogethes and Xenostrongylogethes were originally erected to accommodate five and one species, respectively, from southern Africa, which were originally ascribed to Anthystrix, Meligethinus Grouvelle, 1906 , Pria Stephens, 1830 , and Meligethes Stephens, 1830 . Anthystrix currently includes six southern African species, all associated with Asteraceae trees (Grouvelle 1899; Kirejtshuk 1981; Kirejtshuk & Easton 1988; Audisio et al. 2009a) ; Meligethinus includes numerous Paleotropical and Palearctic species (Cooper 1980; Jelínek 1992; Audisio et al. 2009b; Kirejtshuk 2011) , true examples of which are strictly associated with male inflorescences of palms (Arecaceae) in larval stages (Jelínek 1992; Audisio 1993; Audisio et al. 2009b) ; Pria includes approximately 100 described and undescribed species, mostly distributed in Paleotropical areas and associated with flowers of several Colonnelli, and M. Mei (Rome, Italy), M. Biondi (L'Aquila, Italy), R. Manconi (Sassari, Italy), R. Fochetti and M. Zapparoli (Viterbo, Italy), and A. Freidberg (Tel Aviv, Israel) . Special thanks are due to N. Falchi (Rome) for helping prepare the colour plates, and to M. Tisato (Verona) for helping prepare the final format of pictures, SEM photos, and maps; to P. Maltzeff (Rome) for help in translations of a series of scientific papers published in Russian; and to the botanist P.P.J. Herman (Pretoria) for providing us with reprints of his important papers on African Tarchonantheae-Asteraceae, and detailed information on distribution and flowering time of several species of this group in South Africa. We thank Josef Jelínek and Gareth Powell for their insightful reviews of the manuscript.
